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SUPPL. TABLE. FSTs corresponding to akt/ mutant

Name Length Start End DB AC Gene Ref.
. p: .ncbi.nlm.nih.g
111011- Medicago truncatula ht;[ltr//:i;ww nct}) ! IilrlmmrgiRot\rl/
17.E09 1C- 315 103 300 gb ACI66898.17  clone mth2-7013, e tdbo N acboidaglist
T7promoter.abl complete sequence 1ids=89274270&dopt— GenB_a nk
Nicotiana tabacum . .
. p: .ncbi.nlm.nih.g
111011- genomic sequence and h;;trzz“sz ncfb; ! ?ircnmtgiR;\;/
17_G09 4C- 467 2 103 gb AF401723.1 retrotransposon Tntl e &gb:g‘ml’i ol
T7promoter.abl re;iztl f;;’r?i IZZZL‘::CC uids=15341385&dopt=GenBank
M.truncatula DNA . .
p: .ncbi.nlm.nih.g
111011- sequence from clone h::mzz“iz ncfb; ! ?i?mtgiR;\rl/
17 109 5C- 770 208 754 emb CUS570678.3  MTH2-16J21 on ove &gbzgﬁciéti doilist
T7promoter.abl chromos;::ll;:ei,c zomplete wids=162771426&dopi— Gen]gank
Nicotiana tabacum . .
. p: .ncbi.nlm.nih.g
111011- genomic sequence and h;Ltr/e/Z“;Z ncft; ! ?rl?mrgiR;);/
17_K09 7C- 168 2 107 gb AF401724.1  retrotransposon Tntl iove &c(ilb:{\ly{lc li (;ti de&list
T7promoter.abl resgibggﬁfaiegzlﬁgce uids=15341386&dopt=GenBank
Nicotiana tabacum . .
. p: .ncbi.nlm.nih.g
111011- genomic sequence and h;[ltr/e/zv:: nc;:; ! Iil?hcnmrgER;\rl/
17. M09 9C- 350 249 349 gb AF401712.1 retrotransposon Tntl v &3b=§{m12e idoglis
T7promoter.abl refez ?rpg‘;‘tliilt::;;‘;ie uids=15341374&dopt=GenBank
111011 Me;iﬁ:sﬁ;':;lnliza;ula http://www.ncbi.nlm.nih.gov/

R m—
17.009 10C- 274 100 258 emb CU326389.1  clone mth2-179¢23, entre query. fegiomd Retr
T7_r0m5 terabl COMPLETE ieve&db=Nucleotide&list

p : SEQUENCE uids=121487224&dopt=GenBank

Nicotiana tabacum . .

111011- genomic sequence and h;;tr/e/;/miz nclli ! ?i:lmrgiR;\rl/

17 A1l _11C- 350 249 349 gb AF401712.1 retrotransposon Tntl e &3b=1rxlv{m1i cidodlist

T7promoter.abl refez ?rpg‘;‘tlﬁlt:;ﬁ‘;fllce uids=15341374&dopt=GenBank
Nicotiana tabacum . .

111011- genomic sequence and h;;tr/e/r/m:lvg ncllz ! ?&?mrgiR;\;/

17.Cl1_12C- 452 2 102 gb AF401712.1 retrotransposon Tntl e &gb;\ly{lclic; dodlist

T7promoter.abl refja 1 t;;‘:‘;ﬁfig;‘;‘;f}ce uids=15341374&dopt=GenBank

111011 Me;i}i;:(a)lrgn(;;i)unliza;ula http://www.ncbi.nlm.nih.gov/

- o I
17 GI1_15C- 274 100 258 emb CU326389.1  clone mth2-179¢23, fgifggﬁjguf{i ;gzlli‘;“
T7promoter.abl COMPLETE iy

SEQUENCE

uids=121487224&dopt=GenBank
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Nlcopana tabacum http://www.ncbi.nlm.nih.gov/
111011- genomic sequence and entrez/query. feei?emd—Retr
17 111_16C- 168 2 107 gb AF401724.1 retrotransposon Tntl i &g‘ttlzl\\lﬁ 1"1 dodlist
T7promoter.abl d72b long terminal . ei/e UEeo f .
repeat, partial sequence uids=15341386&dopt=GenBank
. tp: .ncbi.nlm.nih.g
111011-17_E01 Medicago truncatula hetmrgzwv;ncfz ! ?i?mrng;)t\r//
line5colony4- 885 112 636 gb AC146558.22  clone mth2-12a23, . dquery.feeLse .
SP6.abl complete sequence ieve&db=Nucleotide&list
' pletesed uids=112984590&dopt=GenBank
111011-17_GO1_ Medicago truncatuly ~ TAPAAALICHLII.NR GOV
lineScolonyS- 406 30 194 gb ACI30799.19  clone mth2-34b13, P
SP6.abl complete sequence ieve&db=Nucleotide&list
' pletesed uids=49170176&dopt=GenBank
111011-17 101 Uncultured gamma http://www.ncbi.nlm.nih.gov/
linescolonvl- 479 380 414 emb FM252456.1 proteobacterium partial entrez/query.fcgi?cmd=Retr
SP6.abl v " 16S rRNA gene, clone ieve&db=Nucleotide&list
’ NLI1BD-03-G10 uids=238948859&dopt=GenBank
M.truncatula DNA http://www.ncbi.nlm.nih.gov/
111011-17_KO1 sequence from clone entrez/auery fogi?emd=Retr
lineScolonyl2- 401 68 295 emb CU234178.12  MTH2-62F5 on e b Nrooctidodlist
SP6.abl chromosome 3, complete . ¥ v =
sequence uids=197209704&dopt=GenBank
111011-17 001 http://www.ncbi.nlm.nih.gov/
- i2cmd=
lineScolony2- 201 135 157 emb AL359380.16 entrez/query.fegilemd=Rety
SP6.abl ieve&db=Nucleotide&list
' uids=11967537&dopt=GenBank
111011-17_A03_
line10colony5- 228 - - - - - -
SP6.abl
111011-17_C03_
line10colony4- 193 - - - - - -
SP6.abl
http://www.ncbi.nlm.nih.gov/
111011-17_ 463 112 153 emb  XI3777.1 r trToil;a]c_ ?&Dtljﬁ for N entrez/query.fcgi?cmd=Retr
E03_1E-SP6.abl ¢ S o T eveddb=Nucleotidedlist_
uids=00020044&dopt=GenBank
Sgggf:giﬁi‘;e http://www.nebi.nlm.nih.gov/
111011-17_ entrez/query.fcgi?cmd=Retr
GO3 2E-SP6.abl 1168 78 389 emb CU234178.12 chmmjsljiﬁpfo‘l’g lote __ieve&edb=Nucleotide&list_
cequence PR Lids=197209704&dopt=GenBank
http://www.ncbi.nlm.nih.gov/
H1011-17_ 385 1 79 emb XI13777.1 retroT Oil;:lc—(l:i(;(?tljslsfo(r)son entrezquery. [egiemd=Retr
103 3E-SP6.abl ' i Loa ieve&db=Nucleotide&list_
uids=00020044&dopt=GenBank
Sxﬁgzzagiﬁiﬁe http://www.nebi.nlm.nih.gov/
111011-17_ entrez/query.fcgi?cmd=Retr
K03 SE-SP6.abl 007 17 328 emb CU234178.12 Chrorﬁﬁ};ﬁf? 20N ieve&db-Nucleotide&list_
cequence DI 1ids=197209704&dopt=GenBank
Mruncatula DNA o 1cbinlm nib.gov/
111011-17 sequence from clone entrez/auery fogi?emd=Retr
MO03_6E-SP6. 636 104 527 emb CU234178.12  MTH2-62F5 on T
abl chromosome 3, complete ieve&db=Nucleotide&list

sequence

uids=197209704&dopt=GenBank
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http://www.ncbi.nlm.nih.gov/
HI0T1-17_ 411 334 411 emb XI13777.1 retroT\(/)il;:lc-(l:iokeD :aAnSfO:)SOH enfrez/query.fogi?emd=Retr
A05_9E-SP6.abl ’ Tt Log ieve&db=Nucleotide&list_
uids=00020044&dopt=GenBank
. p: .ncbi. .nih.g
111011-17_ Medicago truncatula hetltl tré/vs;wvg ncft:: ! ?i?mIEER:;/
C05_3A-SP6. 297 201 282 gb DQISSI84.1 terpene synthase (TPSS) oo b oo SELGAC—
abl MRNA. complete cds ieve&db=Nucleotide&list
> COMmPp uids=77737589&dopt=GenBank
111011-17_ Tobacco DNA for ng o~ ncfl: ‘il,i?mlglz‘R:;/
EO05 16A-SP6. 192 1 78 emb  X13777.1 retroviral-like transposon query.fegl. . .
abl Tnt 1-94 ieve&db=Nucleotide&list
uids=00020044&dopt=GenBank
111011-17_
GO05_21A-SPé. 66 - - - - - =
abl
Medicago truncatula http://www.ncbi.nlm.nih.gov/
111011-17_ chromosome 8 clone entrez/query.fcgi?cmd=Retr
105 _1B-SP6.abl 477329 474 gb ACI35100.12 mth2-17j9, complete ieve&db=Nucleotide&list
sequence uids=50897357&dopt=GenBank
M.truncatula DNA http://www.ncbi.nlm.nih.gov/
111011-17_ sequence from clone ntrez/ foai?emd=Retr
K05 35B-SP6. 623 79 304 emb CU179637.4  MTH2-5MI8 on e e
abl chromosome 3. complete ieve&db=Nucleotide&list
sequen’ce p uids=119391897&dopt=GenBank
111011-17 Medicago truncatula http://www.ncbi.nlm.nih.gov/
~ chromosome 6 clone entrez/query.fcgi?cmd=Retr
1;;[)(1)5—2 1C-SP6. 273 16 171 gb ACIS1740.21 mth2-82n16, complete ieve&db=Nucleotide&list
sequence uids=65133998&dopt=GenBank
NlcoFlana tabacum http://www.ncbi.nlm.nih.gov/
111011-17 genomic sequence and entrez/query fegi?emd=Retr
005 25C-SP6. 190 89 189 gb AF401706.1 retrotransposon Tntl o o bic o= SEEGAC—
bl $261tr long terminal ieve&db=Nucleotide&list
a repeat, partial sequence  ds=15341368&dopt=GenBank
Nlcogana tabacum http://www.ncbi.nlm.nih.gov/
111011-17_ genomic sequence and entrez/query fegi?emd=Retr
A07 26C-SP6. 168 2 107 gb AF401724.1  retrotransposon Tntl ; query.feel. ; .
abl 472b lone terminal ieve&db=Nucleotide&list
repeat piﬁgaleseqfence uids=15341386&dopt=GenBank
Nlcogana tabacum http://www.ncbi.nlm.nih.gov/
111011-17_ genomic sequence and entrez/query feei?emd=Retr
C07 28C-SP6. 349 249 348 gb AF401712.1 retrotransposon Tntl 2 LCZ ULy, [OELLETC=
abl 231t lone terminal ieve&db=Nucleotide&list
ropeat pamil seq;ence uids=15341374&dopt=GenBank
NlcoFlana tabacum http://www.ncbi.nlm.nih.gov/
111011-17_ genomic sequence and entrez/query feei?emd=Retr
E07 31C-SP6. 467 2 102 gb AF401712.1 retrotransposon Tntl oo JHER SEISERC~2
abl 231t lone terminal ieve&db=Nucleotide&list
repeat partiil cequence  ids=15341374&dop=GenBank
111011-17 Medicago truncatula http://www.ncbi.nlm.nih.gov/
p chromosome 6 clone entrez/query.fcgi?cmd=Retr
S)OK—SSC_SP()' 273 16 171 gb ACIS1740.21 mth2-82n16, complete ieve&db=Nucleotide&list
sequence uids=65133998&dopt=GenBank
. p: .ncbi.nlm.nih.g
111011-17_ Medicago truncatula het:m/e/z\i‘: nc;; ! ril’lrcnmrzilzR:t‘r//
107 22C-SP6. 315 103 300 gb AC166898.17  clone mth2-7013, STEZ quety. "opL G
abl complete sequence ieve&db=Nucleotide&list_

uids=89274270&dopt=GenBank
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p: .ncbi.nlm.nih.g
. sl queny fgitemd—Rets
g?ﬁe';pi‘ia‘;‘l; L0 17206 431 gb  AY647456.1 -4 ieve&db=Nucleotide&list_
- uids=49823161&dopt=GenBank
. p: .ncbi.nlm.nih.g
111011-17_EO1 Medicago truncatula hg:ltrgzv;vg nc}z ! ?;glmlglle;‘r]/
lineScolony4- 885 112 636 gb AC146558.22  clone mth2-12a23, T R —
SP6 abl complete sequence ieve&db=Nucleotide&list
' plete sequ uids=1129845908&dopt=GenBank
. p: .ncbi.nlm.nih.g
111011-17_GO1_ Medicago truncatula het;tr/e/z“;vev HCE: ! ?;glmrg}:let‘;/
lineScolonyS- 406 30 194 gb ACI30799.19  clone mth2-34b13, T RN —
SP6.abl complete sequence ieve&db=Nucleotide&list
' plete sequ uids=49170176&dopt=GenBank
p: .ncbi.nlm.nih.g
Tobacco DNA for http://www.ncbi r}lm nih.gov/
120117-05_ 119 42 119 emb X13777.1 retroviral-like transposon entre quety fegiomd Rerr
012_G1-SP6 - retovn - 9r h P ieve&db=Nucleotide&list_
) uids=00020044&dopt=GenBank
Medicago truncatula http://www.ncbi.nlm.nih.gov/
120117-05_P12_ chromosome 2 BAC entrez/query.fcgi?cmd=Retr
G2-SP6 194 17 12 b ACI98006.2 clone mth2-18p14, ieve&db=Nucleotide&list
complete sequence  uids=149192943 &dopt=GenBank
120117-05_
Al13_G3-SP6 208 ) -7 i i -
http://www.ncbi.nlm.nih.gov/
12011705 BI3_ 116 39 116 emb  X13777.1 retrg Oit;:f T?k?gﬁlgogson entrezquery.fgiemd=Retr
G4-SP6 ' i Loa ieve&db=Nucleotide&list_
uids=00020044&dopt=GenBank
http://www.ncbi.nlm.nih.gov/
Tobacco DNA for .
120117-05_C13 . . entrez/query.fcgi?cmd=Retr
G5-SP6 434 357 434 emb X13777.1 retrov1ra¥lllltkie_t9rznsposon ieve&db=Nucleotide&list_
uids=00020044&dopt=GenBank
Medicago truncatula http://www.ncbi.nlm.nih.gov/
120117-05 entrez/query.fcgi?cmd=Retr
DI3 Go-spe 080 281 385 gb ACI47537.39 ior;‘elf;;hsze'n sllffe ieve&db=Nucleotide&list_
plete sequ uids=186452750&dopt=GenBank
Medicago truncatula http://www.ncbi.nlm.nih.gov/
120117-05_E13_ chromosome 6 clone entrez/query.fcgi?cmd=Retr
G7-SP6 1934 143 626 gb ACIS174021 mth2-82n16, complete ieve&db=Nucleotide&list
sequence uids=65133998&dopt=GenBank
http://www.ncbi.nlm.nih.gov/
120117-05_F13_ 590 | 73 b X13777.1 ; Tqb alc ?.(i(D:\IA for entrez/query.fcgi?cmd=Retr
G8-SP6 em LT rOV‘raT'nlt f_grjnSposon ieve&db=Nucleotide&list
uids=00020044&dopt=GenBank
120117-05 Tobacco DNA for h;x/e/m:gc&?’:?ﬁﬁzﬁqx
GI3 Go- SP6 1624 19 1075 emb X13777.1 retrov1ra¥i1kf_gjnsposon ieve&db=Nucleotide&list_
uids=00020044&dopt=GenBank
Medicago truncatula http://www.ncbi.nlm.nih.gov/
120117-05_ entrez/query.fcgi?cmd=Retr
HI3 Glo-spe 10 17 241 gb ACISI461.50 Cl"mnel“fhz'”h;s : ieve&db=Nucleotide&list_
COMPICTE SEAUENCE i ds=148746266&dopt=GenBank
p: .ncbi.nlm.nih.g
Tobacco DNA for http://www.ncbi plm nih.gov/
120117-05_ 434 1 78 emb X13777.1 retroviral-like transposon entrezquery.figilemd=Rerr
Al4 GI11-SP6 ’ v P ieve&db=Nucleotide&list

Tnt 1-94

uids=00020044&dopt=GenBank
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http://www.ncbi.nlm.nih.gov/
20705 BI4_ 116 39 116 emb  X13777.1 retrgi?zﬁ?ﬁ(?zjﬁqgsm entre/query.fgilemd=Rerr
G12-SP6 ’ v Tnt 1-94 P ieve&db=Nucleotide&list
uids=00020044&dopt=GenBank
Si’éﬁg‘;‘:ﬁgiﬁﬁﬁe http://www.ncbi.nlm.nih.gov/
120117-05_C14_ entrez/query.fcgi?cmd=Retr
G13-SP6 318 17 240 emb CUS70678.3 Chrongi;é?zclozl lete ieve&db=Nucleotide&list
» COMPIEE i 45=162771426&dopt=GenBank
sequence
Medicago truncatula http://www.ncbi.nlm.nih.gov/
120117-05 entrez/query.fcgi?cmd=Retr
DI4 Gla-spe 7 17 147 gb ACI47002.20 Cl‘;rrfrlnetttzselsdemnlg ieve&db=Nucleotide&list
pletesed uids=47605030&dopt=GenBank
Sx&g‘;‘f@aﬁgiﬁiﬁe http://www.ncbi.nlm.nih.gov/
120117-05_E14_ entrez/query.fcgi?cmd=Retr
G15-SP6 318 17 240 emb CUS70678.3 Chroﬁ:ﬁ; ;?2010;‘1 e ieve&db-Nucleotidedlist_
’ PIE Lids=16277 1426&dopt=GenBank
sequence
Medicago truncatula http://www.ncbi.nlm.nih.gov/
120117-05_F14_ entrez/query.fcgi?cmd=Retr
G16-SP6 31917 241 gb ACISI461.50 22?613222639:;;’ ieve&db=Nucleotide&list_
plete sequ uids=148746266&dopt=GenBank
Medicago truncatula http://www.ncbi.nlm.nih.gov/
120117-05 entrez/query.fcgi?cmd=Retr
Gl4 G17-spe 089 105 409 gb ACI47537.39 gloiﬁeﬁzhsz‘;lﬂfé ieve&db=Nucleotide&list_
plete sequ uids=186452750&dopt=GenBank
Medicago truncatula http://www.ncbi.nlm.nih.gov/
120117-05 entrez/query.fcgi?cmd=Retr
Hi4 Glg-sps 80 81267 gb ACI44636.12 Cﬂ;nelgﬁ'zgi’e ieve&db=Nucleotide&list_
plete sequ uids=52693997&dopt=GenBank
p: .ncbi.nlm.nih.g
120117-05 Tobacco DNA for h;trgzm:rr;cftg‘:rcnmrgglzgt‘r”
Al 5_G19-§P 6 224 146 224 emb X13777.1 retrov1rai:1111tk;:-t9rjnsposon ieve&db=Nucleotide&list_
uids=00020044&dopt=GenBank
http://www.ncbi.nlm.nih.gov/
120117-05_B15_ 194 | 73 b X13777.1 thb alc ?.(i(D:\IA for entrez/query.fcgi?cmd=Retr
G20-SP6 em LT rOV‘raT'nlt f_grjnSposon ieve&db=Nucleotide&list
uids=00020044&dopt=GenBank
Medicago truncatula http://www.ncbi.nlm.nih.gov/
120117-05_C15_ entrez/query.fcgi?cmd=Retr
H21-SP6 610 101 594 b ACI43331.19 Ccﬁnleei?lﬁ_giée ieve&db=Nucleotide&list
ompiete sequ uids=46559796&dopt=GenBank
gg:}iﬁ?ﬁgjqﬁ:ﬁggr; d http://www.ncbi.nlm.nih.gov/
120117-05_ entrez/query.fcgi?cmd=Retr
D15 _H22-SP6 223 2 103 gb  AF401697.1 ret;(;t:raiz)srll)osto?riﬁ';ll ieve&db=Nucleotide&list
&P 8 uids=15341359&dopt=GenBank
repeat, partial sequence
gg:ﬁg?;gjqf:ﬁggr;l d http://www.ncbi.nlm.nih.gov/
120117-05_E15_ entrez/query.fcgi?cmd=Retr
H23-SP6 291 2 103 gb AF401712.1 rseztg(ittrralrz) ?oi:rrin{;l;} ieve&db=Nucleotide&list
& uids=15341374&dopt=GenBank
repeat, partial sequence
Medicago truncatula http://www.ncbi.nlm.nih.gov/
- 2cmd=
120117-05_F15_ 429 100 413 gb ACI24971.15 chromosome 8 clone entrez/query.fcgi?cmd=Retr

H24-SP6

mth2-22h8, complete
sequence

ieve&db=Nucleotide&list
uids=50198991&dopt=GenBank
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Nicotiana tabacum

enomi nce and http://www.ncbi.nlm.nih.gov/
120117-05_ g ¢ sequence a

entrez/query.fcgi?cmd=Retr
Gis ms-spe 2012 103 gb AF40I7I21 r:;;‘f?ﬁi‘f"iggﬂfgﬁ ieve&db=Nucleotide&list_
£ uids=15341374&dopt=GenBank
repeat, partial sequence
gelj(‘)‘jffcals’;‘qtj:ss:‘; 4 httpAwwwnebi nlm.nih gov
120117-05_ entrez/query.fcgi?cmd=Retr
H15_H26-SP6 2901 2 103 gb AF401712.1  retrotransposon Tntl

ieve&db=Nucleotide&list
uids=15341374&dopt=GenBank

s231tr long terminal
repeat, partial sequence
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